
	

Note: The publisher is not responsible for the content or functionality of any supporting information supplied by the authors. Any 
queries should be directed to the corresponding author for the article. 

	

 
 
 

        

 

      European Journal of Histochemistry 

 
 
 
 

SUPPLEMENTARY MATERIAL 

 
DOI:  10.4081/ejh.2026.4586 
 
 

Dopamine beta-hydroxylase mediates atherosclerosis progression by 
regulating copper metabolism via PHOX2A 

 
 

Qingquan Xue,1 Guilin Feng,1 Jiqiong Hu,1 Fangkuan Li,1 Shusen Tang2 

 

1Department of Vascular Surgery; 
2Department of Electrical Science, The First Affiliated Hospital of Wannan Medical 

University (Yijishan Hospital of Wannan Medical University), Wuhu, Anhui, China 
 
 
 
Correspondence: Dr. Shusen Tang, No. 2 Zheshan West Road, The First Affiliated Hospital of 
Wannan Medical University, Wuhu, Anhui, 241001, China. E-mail: kkxxhsw@126.com 
 
 
 
 
Key words: atherosclerosis; dopamine β-hydroxylase; PHOX2A; copper metabolism; 
cuproptosis. 
 
 
 
 
 
 

 

http://dx.doi.org/10.4081/ejh.2026.4586
mailto:kkxxhsw@126.com


	
	

	

 
 
 
 

 
Supplementary Figure S1.  
qPCR validation of five candidate genes in aortic tissues from NC and AS mice. (A–E) 
Relative mRNA expression levels of AOC3 (A), ATP7A (B), LOXL2 (C), DBH (D), and 
CDKN2A (E) in aortic tissues from normal control (NC) and atherosclerosis (AS) mice, as 
determined by qPCR. Gene expression was normalized to GAPDH and calculated using 
the 2⁻ΔΔCt method. Data are presented as mean ±SD; n=3 per group; **p<0.01; 
***p<0.001; ns, not significant. 
 
 

 
 
 


